34326PC01 



73 



Figure 1/10 



gapmers 



headmer 
tailmer 



mixmers 




all PS 



all PS 



34326PC01 



74 



Figure 2/10 
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Figure 6/10 
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Figure 7/10 
Seq ID NO: 1 





1 


GGATCCCAGC 


CTTTCCCCAG 


CCCGTAGCCC 


CGGGACCTCC 


GCGGTGGGCG 






CCTAGGGTCG 


GAAAGGGGTC 


GGGCATCGGG 


GCCCTGGAGG 


CGCCACCCGC 


5 


51 


GCGCCGCGCT 


GCCGGCGCAG 


GGAGGGCCTC 


TGGTGCACCG 


GCACCGCTGA 






CGCGGCGCGA 


CGGCCGCGTC 


CCTCCCGGAG 


ACCACGTGGC 


CGTGGCGACT 




101 


GTCGGGTTCT 


CTCGCCGGCC 


TGTTCCCGGG 


AGAGCCCGGG 


GCCCTGCTCG 






CAGCCCAAGA 


GAGCGGCCGG 


ACAAGGGCCC 


TCTCGGGCCC 


CGGGACGAGC 




151 


GAGATGCCGC 


CCCGGGCCCC 


CAGACACCGG 


CTCCCTGGCC 


TTCCTCGAGC 


10 




CTCTACGGCG 


GGGCCCGGGG 


GTCTGTGGCC 


GAGGGACCGG 


AAGGAGCTCG 




201 


AACCCCGAGC 


TCGGCTCCGG 


TCTCCAGCCA 


AGCCCAACCC 


CGAGAGGCCG 






TTGGGGCTCG 


AGCCGAGGCC 


AGAGGTCGGT 


TCGGGTTGGG 


GCTCTCCGGC 




251 


CGGCCCTACT 


GGCTCCGCCT 


CCCGCGTTGC 


TCCCGGAAGC 


CCCGCCCGAC 






GCCGGGATGA 


CCGAGGCGGA 


GGGCGCAACG 


AGGGCCTTCG 


GGGCGGGCTG 


15 


301 


CGCGGCTCCT 


GACAGACGGG 


CCGCTCAGCC 


AACCGGGGTG 


GGGCGGGGCC 






GCGCCGAGGA 


CTGTCTGCCC 


GGCGAGTCGG 


TTGGCCCCAC 


CCCGCCCCGG 




351 


CGATGGCGCG 


CAGCCAATGG 


TAGGCCGCGC 


CTGGCAGACG 


GACGGGCGCG 






GCTACCGCGC 


GTCGGTTACC 


ATC CGGCGCG 


GACCGTCTGC 


CTGCCCGCGC 




401 


GGGCGGGGCG 


TGCGCAGGCC 


CGCCCGAGTC 


TCCGCCGCCC 


GTGCCCTGCG 


20 




CCCGCCCCGC 


ACGCGTCCGG 


GCGGGCTCAG 


AGGCGGCGGG 


CACGGGACGC 




451 


CCCGCAACCC 


GAGCCGCACC 


CGCCGCGGAC 


GGAGCCCATG 


CGCGGGGCGA 






GGGCGTTGGG 


CTCGGCGTGG 


GCGGCGCCTG 


CCTCGGGTAC 


GCGCCCCGCT 




501 


ACCGCGCGCC 


CCCGCCCCCG 


CCCCGCCCCG 


GCCTCGGCCC 


CGGCCCTGGC 






TGGCGCGCGG 


GGGCGGGGGC 


GGGGCGGGGC 


CGGAGCCGGG 


GCCGGGACCG 


25 


551 


CCCGGGGGCA 


GTCGCGCCTG 


TGAACGGTGA 


GTGCGGGCAG 


GGATCGGCCG 








K^rWj V_ \j v_ uunl. 










601 


GGCCGCGCGC 


CCTCCTCGCC 


CCCAGGCGGC 


AGCAATACGC 


GCGGCGCGGG 






CCGGCGCGCG 


GGAGGAGCGG 


GGGTCCGCCG 


TCGTTATGCG 


CGCCGCGCCC 




651 


CCGGGGGCGC 


GGGGCCGGCG 


GGCGTAAGCG 


GCGGCGGCGG 


CGGCGGGTGG 


30 




GGCCCCCGCG 


CCCCGGCCGC 


CCGCATTCGC 


CGCCGCCGCC 


GCCGCCCACC 




701 


GTGGGGCCGG 


GCGGGGCCCG 


CGGGCACAGG 


TGAGCGGGCG 


TCGGGGGCTG 






CACCCCGGCC 


CGCCCCGGGC 


GCCCGTGTCC 


ACTCGCCCGC 


AGCCCCCGAC 




751 


CGGCGGGCGG 


GGGCCCCTTC 


CTCCCTGGGG 


CCTGCGGGAA 


TCCGGGCCCC 






GCCGCCCGCC 


CCCGGGGAAG 


GAGGGACCCC 


GGACGCCCTT 


AGGCCCGGGG 


35 


801 


ACCCGTGGCC 


TCGCGCTGGG 


CACGGTCCCC 


ACGCCGGCGT 


ACCCGGGAGC 






TGGGCACCGG 


AGCGCGACCC 


GTGCCAGGGG 


TGCGGCCGCA 


TGGGCCCTCG 
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851 



901 



5 951 



1001 



10 



20 



1051 



1101 



1151 



15 1201 



1251 



1301 



1351 



1401 



5 1451 



1501 



1551 



1601 



1651 



1701 



1751 



1801 



CTCGGGCCCG 
GAGCCCGGGC 
GGCCACGGCA 
CCGGTGCCGT 
AGGCCGGGGG 
TCCGGCCCCC 
CCGCTTCTCG 
GGCGAAGAGC 
TCTGTCTTCT 
AGACAGAAGA 
GGGGGTGCGG 
CCCCCACGCC 
ACGCAGTAGG 
TGCGTCATCC 
CCTGCAGGCT 
GGACGTCCGA 
TGGCCAGACC 
ACCGGTCTGG 
TTTAGCCTTT 
AAATCGGAAA 
AGCGCTCAGC 
TCGCGAGTCG 
ACTGGGTCAT 
TGACCCAGTA 
TGGGTTGCAG 
ACCCAACGTC 
TGGGGCCCAG 
ACCCCGGGTC 
GCTGCCCTGT 
CGACGGGACA 
TCCTTGGCAG 
AGGAACCGTC 
CCCCTGAGGA 
GGGGACTCCT 
GTGTGGGCAA 
CACACCCGTT 
GACGAATACG 
CTGCTTATGC 
CCAGCAGCTG 
GGTCGTCGAC 



GCGCCCTCAC 
CGCGGGAGTG 
CGCCCGGGCA 
GCGGGCCCGT 
CCTCAGCCCC 
GGAGTCGGGG 
GCCCCTTCCT 
CGGGGAAGGA 
CCAGCTTTCT 
GGTCGAAAGA 
GGCGCTGCCC 
CCGCGACGGG 
CGCTCAGCAA 
GCGAGTCGTT 
GGCACTAGCC 
CCGTGATCGG 
TGTTCTGGAG 
ACAAGACCTC 
CTGCCGACCC 
GACGGCTGGG 
TGTCAGCCCT 
ACAGTCGGGA 
TAAGAGCAAG 
ATTCTCGTTC 
CTGCACAGGT 
GACGTGTCCA 
GGACCGCTGT 
CCTGGCGACA 
GGGGCCTGGG 
CCCCGGACCC 
GTGGGGCAGG 
CACCCCGTCC 
GCGATGACGG 
CGCTACTGCC 
GAGTGCGCTG 
CTCACGCGAC 
ACCCCACTAT 
TGGGGTGATA 
CTGCGGGCGA 
GACGCCCGCT 



ACCCGGGGGC 
TGGGCCCCCG 
CCCCCGATTC 
GGGGGCTAAG 
AGTGCCTTTT 
TCACGGAAAA 
GTCGCTCAGT 
CAGCGAGTCA 
GTGGCTGAAA 
CACCGACTTT 
GGGTCTGCCC 
CCCAGACGGG 
ATACTTGTCG 
TATGAACAGC 
TGCCCGGGCA 
ACGGGCCCGT 
GACGGTAACC 
CTGCCATTGG 
AGCAGCTTCT 
TCGTCGAAGA 
GCCTTTGAGG 
CGGAAACTCC 
TGGGGGCGAG 
ACCCCCGCTC 
AGGCACGCTG 
TCCGTGCGAC 
GGGTTTGCCC 
CCCAAACGGG 
GCTGGGCCTG 
CGACCCGGAC 
AGACCCTGTA 
TCTGGGACAT 
AATATAAGCT 
TTATATTCGA 
ACCATCCAGC 
TGGTAGGTCG 
AGAGGTGAGC 
TCTCCACTCG 
GCCCAGGACA 
CGGGTCCTGT 



GTCTGGGAGG 
CAGACCCTCC 
AGCATCACAG 
TCGTAGTGTC 
CCCTCTCCGG 
GGGAGAGGCC 
CCCTGCTTCC 
GGGACGAAGG 
GATGCCCCCG 
CTACGGGGGC 
TCCCCTCGGC 
AGGGGAGCCG 
GAGGCACCAG 
CTCCGTGGTC 
CGCCGTGGCG 
GCGGCACCGC 
TCAGCCCTCG 
AGTCGGGAGC 
AATTTGGGTG 
TTAAACCCAC 
GCTGGGTCCC 
CGACCCAGGG 
GCGACAGCCC 
CGCTGTCGGG 
CAGTCCTTGC 
GTCAGGAACG 
TTCAGATGGC 
AAGTCTACCG 
GGCCTGGCTG 
CCGGACCGAC 
GGAGGACCCC 
CCTCCTGGGG 
GGTGGTGGTG 
CCACCACCAC 
TGATCCAGAA 
ACTAGGTCTT 
CTAGCGCCGC 
GATCGCGGCG 
CAGCCAGGAT 
GTCGGTCCTA 



AGGCGGCCGC 
TCCGCCGGCG 
GTCGCGGACC 
CAGCGCCTGG 
GTCTCCCGCG 
CAGAGGGCGC 
CAGGAGCTCC 
GTCCTCGAGG 
GTTCCCCGCC 
CAAGGGGCGG 
GGCGCCTAGT 
CCGCGGATCA 
CGCCGCGGGG 
GCGGCGCCCC 
CGCTCCGCCG 
GCGAGGCGGC 
GGCGCCTCCC 
CCGCGGAGGG 
CGTGGTTGAG 
GCACCAACTC 
TTTTCCCATC 
AAAAGGGTAG 
TCCCGCACGC 
AGGGCGTGCG 
TGCCTGGCGT 
ACGGACCGCA 
CCTGCCAGCA 
GGACGGTCGT 
AGCAGGGCCC 
TCGTCCCGGG 
GGGCCGCAGG 
CCCGGCGTCC 
GGCGCCGGCG 
CCGCGGCCGC 
CCATTTTGTG 
GGTAAAACAC 
CGTCCAGGTG 
GCAGGTCCAC 
AGGGCTGGCT 
TCCCGACCGA 



34326PC01 



82 





1851 


GCAGCCCCTG 


GTCCCCTGCA 


TGGTGCTGTG 


GCCCTGTCTC 


CTGCTTCCTC 






CGTCGGGGAC 


CAGGGGACGT 


ACCACGACAC 


CGGGACAGAG 


GACGAAGGAG 




1901 


TAGAGGAGGG 


GAGTCCCTCG 


TCTCAGCACC 


CCAGGAGAGG 


AGGGGGCATG 






ATCTCCTCCC 


CTCAGGGAGC 


AGAGTCGTGG 


GGTCCTCTCC 


TCCCCCGTAC 


5 


1951 


AGGGGCATGA 


GAGGTACCAG 


GGAGAGGCTG 


GCTGTGTGAA 


CTCCCCCCAC 






TCCCCGTACT 


CTCCATGGTC 


CCTCTCCGAC 


CGACACACTT 


GAGGGGGGTG 




2001 


GGAAGGTCCT 


GAGGGGGTCC 


CTGAGCCCTG 


TCCTCCTGCA 


GGATTCCTAC 






CCTTCCAGGA 


CTCCCCCAGG 


GACTCGGGAC 


AGGAGGACGT 


CCTAAGGATG 




2051 


CGGAAGCAGG 


TGGTCATTGA 


TGGGGAGACG 


TGCCTGTTGG 


ACATCCTGGA 


10 




GCCTTCGTCC 


ACCAGTAACT 


ACCCCTCTGC 


ACGGACAACC 


TGTAGGACCT 




2101 


TACCGCCGGC 


CAGGAGGAGT 


ACAGCGCCAT 


GCGGGACCAG 


TACATGCGCA 






ATGGCGGCCG 


GTCCTCCTCA 


TGTCGCGGTA 


CGCCCTGGTC 


ATGTACGCGT 




2151 


CCGGGGAGGG 


CTTCCTGTGT 


GTGTTTGCCA 


TCAACAACAC 


CAAGTCTTTT 






GGCCCCTCCC 


GAAGGACACA 


CACAAACGGT 


AGTTGTTGTG 


GTTCAGAAAA 


15 


2201 


GAGGACATCC 


ACCAGTACAG 


GTGAACCCCG 


TGAGGCTGGC 


CCGGGAGCCC 






CTCCTGTAGG 


TGGTCATGTC 


CACTTGGGGC 


ACTCCGACCG 


GGCCCTCGGG 




2251 


ACGCCGCACA 


GGTGGGGCCA 


GGCCGGCTGC 


GTCCAGGCAG 


GGGCCTCCTG 






TGCGGCGTGT 


CCACCCCGGT 


CCGGCCGACG 


CAGGTCCGTC 


CCCGGAGGAC 




2301 


TCCTCTCTGC 


GCATGTCCTG 


GATGCCGCTG 


CGCCTGCAGC 


CCCCGTAGCC 


20 




AGGAGAGACG 


CGTACAGGAC 


CTACGGCGAC 


GCGGACGTCG 


GGGGCATCGG 




2351 


AGCTCTCGCT 


TTCCACCTCT 


CAGGGAGCAG 


ATCAAACGGG 


TGAAGGACTC 






TCGAGAGCGA 


AAGGTGGAGA 


GTCCCTCGTC 


TAGTTTGCCC 


ACTTCCTGAG 




2401 


GGATGACGTG 


CCCATGGTGC 


TGGTGGGGAA 


CAAGTGTGAC 


CTGGCTGCAC 






CCTACTGCAC 


GGGTACCACG 


ACCACCCCTT 


GTTCACACTG 


GACCGACGTG 


25 


2451 


GCACTGTGGA 


ATCTCGGCAG 


GCTCAGGACC 


TCGCCCGAAG 


CTACGGCATC 






CGTGACACCT 


TAGAGCCGTC 


CGAGTCCTGG 


AGCGGGCTTC 


GATGCCGTAG 




2501 


CCCTACATCG 


AGACCTCGGC 


CAAGACCCGG 


CAGGTGAGGC 


AGCTCTCCAC 






GGGATGTAGC 


TCTGGAGCCG 


GTTCTGGGCC 


GTCCACTCCG 


TCGAGAGGTG 




2551 


CCCACAGCTA 


GCCAGGGACC 


CGCCCCGCCC 


CGCCCCAGCC 


AGGGAGCAGC 


30 




GGGTGTCGAT 


CGGTCCCTGG 


GCGGGGCGGG 


GCGGGGTCGG 


TCCCTCGTCG 




2601 


ACTCACTGAC 


CCTCTCCCTT 


GACACAGGGC 


AGCCGCTCTG 


GCTCTAGCTC 






TGAGTGACTG 


GGAGAGGGAA 


CTGTGTCCCG 


TCGGCGAGAC 


CGAGATCGAG 




2651 


CAGCTCCGGG 


ACCCTCTGGG 


ACCCCCCGGG 


ACCCATGTGA 


CCCAGCGGCC 






GTCGAGGCCC 


TGGGAGACCC 


TGGGGGGCCC 


TGGGTACACT 


GGGTCGCCGG 


35 


2701 


CCTCGCACTG 


TAGGTCTC CC 


GGGACGGCAG 


GGCAGTGAGG 


GAGGCGAGGG 






GGAGCGTGAC 


ATCCAGAGGG 


CCCTGCCGTC 


CCGTCACTCC 


CTCCGCTCCC 




2751 


CCGGGGTCTG 


GGCTCACGCC 


CTGCAGTCCT 


GGGCCGACAC 


AGCTCCGGGG 






GGCCCCAGAC 


CCGAGTGCGG 


GACGTCAGGA 


CCCGGCTGTG 


TCGAGGCCCC 




2801 


AAGGCGGAGG 


TCCTTGGGGA 


GAGCTGCCCT 


GAGCCAGGCC 


GGAGCGGTGA 


40 




TTCCGCCTCC 


AGGAACCCCT 


CTCGACGGGA 


CTCGGTCCGG 


CCTCGCCACT 
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2851 


CCCTGGGGCC 


CGGCCCCTCT 


TGTCCCCAGA 


GTGTCCCACG 


GGCACCTGTT 






GGGACCCCGG 


GCCGGGGAGA 


ACAGGGGTCT 


CACAGGGTGC 


CCGTGGACAA 




2901 


GGTTCTGAGT 


CTTAGTGGGG 


CTACTGGGGA 


CACGGGCCGT 


AGCTGAGTCG 






CCAAGACTCA 


GAATCACCCC 


GATGACCCCT 


GTGCCCGGCA 


TCGACTCAGC 


5 


2951 


AGAGCTGGGT 


GCAGGGTGGT 


CAAACCCTGG 


CCAGACCTGG 


AGTTCAGGAG 






TCTCGACCCA 


CGTCCCACCA 


GTTTGGGACC 


GGTCTGGACC 


TCAAGTCCTC 




3001 


GGCCCCGGGC 


CACCCTGACC 


TTTGAGGGGC 


TGCTGTAGCA 


TGATGCGGGT 






CCGGGGCCCG 


GTGGGACTGG 


AAACTCCCCG 


ACGACATCGT 


ACTACGCCCA 




3051 


GGCCCTGGGC 


ACTTCGAGAT 


GGCCAGAGTC 


CAGCTTCCCG 


TGTGTGTGGT 


10 




CCGGGACCCG 


TGAAGCTCTA 


CCGGTCTCAG 


GTCGAAGGGC 


ACACACACCA 




3101 


GGGCCTGGGG 


AAGTGGCTGG 


TGGAGTCGGG 


AGCTTCGGGC 


CAGGCAAGGC 






CCCGGACCCC 


TTCACCGACC 


ACCTCAGCCC 


TCGAAGCCCG 


GTCCGTTCCG 




3151 


TTGATCCCAC 


AGCAGGGAGC 


CCCTCACCCA 


GGCAGGCGGC 


CACAGGCCGG 






AACTAGGGTG 


TCGTCCCTCG 


GGGAGTGGGT 


CCGTCCGCCG 


GTGTCCGGCC 


15 


3201 


TCCCTCCTGA 


TCCCATCCCT 


CCTTTCCCAG 


GGAGTGGAGG 


ATGCCTTCTA 






AGGGAGGACT 


AGGGTAGGGA 


GGAAAGGGTC 


CCTCACCTCC 


TACGGAAGAT 




3251 


CACGTTGGTG 


CGTGAGATCC 


GGCAGCACAA 


GCTGCGGAAG 


CTGAACCCTC 






GTGCAACCAC 


GCACTCTAGG 


CCGTCGTGTT 


CGACGCCTTC 


GACTTGGGAG 




3301 


CTGATGAGAG 


TGGCCCCGGC 


TGCATGAGCT 


GCAAGTGTGT 


GCTCTCCTGA 


20 




GACTACTCTC 


ACCGGGGCCG 


ACGTACTCGA 


CGTTCACACA 


CGAGAGGACT 




3351 


CGCAGGTGAG 


GGGGACTCCC 


AGGGCGGCCG 


CCACGCCCAC 


CGGATGACCC 






GCGTCCACTC 


CCCCTGAGGG 


TCCCGCCGGC 


GGTGCGGGTG 


GCCTACTGGG 




3401 


CGGCTCCCCG 


CCCCTGCCGG 


TCTCCTGGCC 


TGCGGTCAGC 


AGCCTCCCTT 






GCCGAGGGGC 


GGGGACGGCC 


AGAGGACCGG 


ACGCCAGTCG 


TCGGAGGGAA 


25 


3451 


GTGCCCCGCC 


CAGCACAAGC 


TCAGGACATG 


GAGGTGCCGG 


ATGCAGGAAG 






CACGGGGCGG 


GTCGTGTTCG 


AGTCCTGTAC 


CTCCACGGCC 


TACGTCCTTC 




3501 


GAGGTGCAGA 


CGGAAGGAGG 


AGGAAGGAAG 


GACGGAAGCA 


AGGAAGGAAG 






CTCCACGTCT 


GCCTTCCTCC 


TCCTTCCTTC 


CTGCCTTCGT 


TCCTTCCTTC 




3551 


GAAGGGCTGC 


TGGAGCCCAG 


TCACCCCGGG 


ACCGTGGGCC 


GAGGTGACTG 


30 




CTTCCCGACG 


ACCTCGGGTC 


AGTGGGGCCC 


TGGCACCCGG 


CTCCACTGAC 




3601 


CAGACCCTCC 


CAGGGAGGCT 


GTGCACAGAC 


TGTCTTGAAC 


ATCCCAAATG 






GTCTGGGAGG 


GTCCCTCCGA 


CACGTGTCTG 


ACAGAACTTG 


TAGGGTTTAC 




3651 


CCACCGGAAC 


CCCAGCCCTT 


AGCTCCCCTC 


CCAGGCCTCT 


GTGGGCCCTT 






GGTGGCCTTG 


GGGTCGGGAA 


TCGAGGGGAG 


GGTCCGGAGA 


CACCCGGGAA 


35 


3701 


GTCGGGCACA 


GATGGGATCA 


CAGTAAATTA 


TTGGATGGTC 


TTGATCTTGG 






CAGCCCGTGT 


CTACCCTAGT 


GTCATTTAAT 


AACCTACCAG 


AACTAGAACC 




3751 


TTTTCGGCTG 


AGGGTGGGAC 


ACGGTGCGCG 


TGTGGCCTGG 


CATGAGGTAT 






AAAAGCCGAC 


TCCCACCCTG 


TGCCACGCGC 


ACACCGGACC 


GTACTCCATA 




3801 


GTCGGAACCT 


CAGGCCTGTC 


CAGCCCTGGG 


CTCTCCATAG 


CCTTTGGGAG 


40 




CAGCCTTGGA 


GTCCGGACAG 


GTCGGGACCC 


GAGAGGTATC 


GGAAACCCTC 
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3851 


GGGGAGGTTG 


GGAGAGGCCG 


GTCAGGGGTC 


TGGGCTGTGG 


TGCTCTCTCC 






CCCCTCCAAC 


CCTCTCCGGC 


CAGTCCCCAG 


ACCCGACACC 


ACGAGAGAGG 




3901 


TCCCGCCTGC 


CCCAGTGTCC 


ACGGCTTCTG 


GCAGAGAGCT 


CTGGACAAGC 






AGGGCGGACG 


GGGTCACAGG 


TGCCGAAGAC 


CGTCTCTCGA 


GACCTGTTCG 


5 


3951 


AGGCAGATCA 


TAAGGACAGA 


GAGCTTACTG 


TGCTTCTACC 


AACTAGGAGG 






TCCGTCTAGT 


ATTCCTGTCT 


CTCGAATGAC 


ACGAAGATGG 


TTGATCCTCC 




4001 


GCGTCCTGGT 


CCTCCAGAGG 


GAGGTGGTTT 


CAGGGGTTGG 


GGATCTGTGC 






CGCAGGACCA 


GGAGGTCTCC 


CTCCACCAAA 


GTCCCCAACC 


CCTAGACACG 




4051 


CGGTGGCTCT 


GGTCTCTGCT 


GGGAGCCTTC 


TTGGCGGTGA 


GAGGCATCAC 


10 




GCCACCGAGA 


CCAGAGACGA 


CCCTCGGAAG 


AACCGCCACT 


CTCCGTAGTG 




4101 


CTTTCCTGAC 


TTGCTCCCAG 


CGTGAAATGC 


ACCTGCCAAG 


AATGGCAGAC 






GAAAGGACTG 


AACGAGGGTC 


GCACTTTACG 


TGGACGGTTC 


TTACCGTCTG 




4151 


ATAGGGACCC 


CGCCTCCTGG 


GCCTTCACAT 


GCCCAGTTTT 


CTTCGGCTCT 






TATCCCTGGG 


GCGGAGGACC 


CGGAAGTGTA 


CGGGTCAAAA 


GAAGCCGAGA 


15 


4201 


GTGGCCTGAA 


GCGGTCTGTG 


GACCTTGGAA 


GTAGGGCTCC 


AGCACCGACT 






CACCGGACTT 


CGCCAGACAC 


CTGGAACCTT 


CATCCCGAGG 


TCGTGGCTGA 




4251 


GGCCTCAGGC 


CTCTGCCTCA 


TTGGTGGTCG 


GGTAGCGGCC 


AGTAGGGCGT 






CCGGAGTCCG 


GAGACGGAGT 


AACCACCAGC 


CCATCGCCGG 


TCATCCCGCA 




4301 


GGGAGCCTGG 


CCATCCCTGC 


CTCCTGGAGT 


GGACGAGGTT 


GGCAGCTGGT 


20 




CCCTCGGACC 


GGTAGGGACG 


GAGGACCTCA 


CCTGCTCCAA 


CCGTCGACCA 




4351 


CCGTCTGCTC 


CTGCCCCACT 


CTCCCCCGCC 


CCTGCCCTCA 


CCCTACCCTT 






GGCAGACGAG 


GACGGGGTGA 


GAGGGGGCGG 


GGACGGGAGT 


GGGATGGGAA 




4401 


GCCCCACGCC 


TGCCTCATGG 


CTGGTTGCTC 


TTGGAGCCTG 


GTAGTGTCAC 






CGGGGTGCGG 


ACGGAGTACC 


GACCAACGAG 


AACCTCGGAC 


CATCACAGTG 


25 


4451 


TGGCTCAGCC 


TTGCTGGGTA 


TACACAGGCT 


CTGCCACCCA 


CTCTGCTCCA 






ACCGAGTCGG 


AACGACCCAT 


ATGTGTCCGA 


GACGGTGGGT 


GAGACGAGGT 




4501 


AGGGGCTTGC 


CCTGCCTTGG 


GCCAAGTTCT 


AGGTCTGGCC 


ACAGCCACAG 






TCCCCGAACG 


GGACGGAACC 


CGGTTCAAGA 


TCCAGACCGG 


TGTCGGTGTC 




4551 


ACAGCTCAGT 


CCCCTGTGTG 


GTCATCCTGG 


CTTCTGCTGG 


GGGCCCACAG 


30 




TGTCGAGTCA 


GGGGACACAC 


CAGTAGGACC 


GAAGACGACC 


CCCGGGTGTC 




4601 


CGCCCCTGGT 


GCCCCTCCCC 


TCCCAGGGCC 


CGGGTTGAGG 


CTGGGCCAGG 






GCGGGGACCA 


CGGGGAGGGG 


AGGGTCCCGG 


GCCCAACTCC 


GACCCGGTCC 




4651 


CCCTCTGGGA 


CGGGGACTTG 


TGCCCTGTCA 


GGGTTCCCTA 


TCCCTGAGGT 






GGGAGACCCT 


GCCCCTGAAC 


ACGGGACAGT 


CCCAAGGGAT 


AGGGACTCCA 


35 


4701 


TGGGGGAGAG 


CTAGCAGGGC 


ATGCCGCTGG 


CTGGCCAGGG 


CTGCAGGGAC 






ACCCCCTCTC 


GATCGTCCCG 


TACGGCGACC 


GACCGGTCCC 


GACGTCCCTG 




4751 


ACTCCCCCTT 


TTGTCCAGGG 


AATACCACAC 


TCGCCCTTCT 


CTCCAGCGAA 






TGAGGGGGAA 


AACAGGTCCC 


TTATGGTGTG 


AGCGGGAAGA 


GAGGTCGCTT 




4801 


CACCACACTC 


GCCCTTCTCT 


CCAGGGGACG 


CCACACTCCC 


CCTTCTGTCC 


40 




GTGGTGTGAG 


CGGGAAGAGA 


GGTCCCCTGC 


GGTGTGAGGG 


GGAAGACAGG 
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4851 


AGGGGACGCC 


ACACTCCCCC 


TTCTCTCCAG 


GGGACGCCAC 


ACTCGCCCTT 






TCCCCTGCGG 


TGTGAGGGGG 


AAGAGAGGTC 


CCCTGCGGTG 


TGAGCGGGAA 




4901 


CTCTCCAGGG 


GACGCCACAC 


TCGCCCTTCT 


CTCCAGGGGA 


CGCCACACTC 






GAGAGGTCCC 


CTGCGGTGTG 


AGCGGGAAGA 


GAGGTCCCCT 


GCGGTGTGAG 


5 


4951 


GCCCTTCTGT 


CCAGGGGACG 


CCACACTCGC 


CCTTCTCTCC 


AGGGGACGCC 






CGGGAAGACA 


GGTCCCCTGC 


GGTGTGAGCG 


GGAAGAGAGG 


TCCCCTGCGG 




5001 


ACACTCGCCC 


TTCTCTCCAG 


GGGACGCCAC 


ACTCCCCCTT 


CTGTCCAGGG 






TGTGAGCGGG 


AAGAGAGGTC 


CCCTGCGGTG 


TGAGGGGGAA 


GACAGGTCCC 




5051 


GACGCCACAC 


TCCCCCTTCT 


CTCCAGGGGA 


CGCCACACTC 


CCCCTTCTCT 


10 




CTGCGGTGTG 


AGGGGGAAGA 


GAGGTCCCCT 


GCGGTGTGAG 


GGGGAAGAGA 




5101 


CCAGGGGACG 


CCACACTCGC 


CCTTCTCTCC 


AGGGGACGCC 


ACACTCCCCC 






GGTCCCCTGC 


GGTGTGAGCG 


GGAAGAGAGG 


TCCCCTGCGG 


TGTGAGGGGG 




5151 


TTCTGTCCAG 


GGGACGCCAC 


ACTCGCCCTT 


CTCTCCAGGG 


GACGCCACAC 






AAGACAGGTC 


CCCTGCGGTG 


TGAGCGGGAA 


GAGAGGTCCC 


CTGCGGTGTG 


15 


5201 


TCGCCCTTCT 


CTCCAGGGGA 


CGCCACACTC 


CCCCTTCTCT 


CCAGGGGACG 






AGCGGGAAGA 


GAGGTCCCCT 


GCGGTGTGAG 


GGGGAAGAGA 


GGTCCCCTGC 




5251 


CCACACTCCC 


CCTTCTGTCC 


AGGGGACGCC 


ACACTCCCCC 


TTCTGTCCAG 






GGTGTGAGGG 


GGAAGAGAGG 


TCCCCTGCGG 


TGTGAGGGGG 


AAGACAGGTC 




5301 


GGGACGCCAC 


ACTCGCCCTT 


CTCTCCAGGG 


GACGCCACAC 


TCCCCCTTCT 


20 




CCCTGCGGTG 


TGAGCGGGAA 


GAGAGGTCCC 


CTGCGGTGTG 


AGGGGGAAGA 




5351 


CTCCAGGGGA 


CGCCACACTC 


CCCCTTCTCT 


CCAGGGGACG 


CCACACTCCC 






GAGGTCCCCT 


GCGGTGTGAG 


GGGGAAGAGA 


GGTCCCCTGC 


GGTGTGAGGG 




5401 


CCTTCTGTCC 


AGGGGACGCC 


ACACTCGCCC 


TTCTCTCCAG 


GGGACGCCAC 






GGAAGACAGG 


TCCCCTGCGG 


TGTGAGCGGG 


AAGAGAGGTC 


CCCTGCGGTG 


25 


5451 


ACTCGCCCTT 


CTCTCCAGGG 


GACGCCACAC 


TCGCCCTTCT 


CTCCAGGGGA 






TGAGCGGGAA 


GAGAGGTCCC 


CTGCGGTGTG 


AGCGGGAAGA 


GAGGTCCCCT 




5501 


CGCCACACTT 


GCCCTTCTGT 


CCAGGGAATG 


CCACACTCCC 


CCTTCTCCCC 






GCGGTGTGAA 


CGGGAAGACA 


GGTCCCTTAC 


GGTGTGAGGG 


GGAAGAGGGG 




5551 


AGCAGCCTCC 


GAGTGACCAG 


CTTCCCCATC 


GATAGACTTC 


CCGAGGCCAG 


30 




TCGTCGGAGG 


CTCACTGGTC 


GAAGGGGTAG 


CTATCTGAAG 


GGCTCCGGTC 




5601 


GAGCCCTCTA 


GGGCTGCCGG 


GTGCCACCCT 


GGCTCCTTCC 


ACACCGTGCT 






CTCGGGAGAT 


CCCGACGGCC 


CACGGTGGGA 


CCGAGGAAGG 


TGTGGCACGA 




5651 


GGTCACTGCC 


TGCTGGGGGC 


GTCAGATGCA 


GGTGACCCTG 


TGCAGGAGGT 






CCAGTGACGG 


ACGACCCCCG 


CAGTCTACGT 


CCACTGGGAC 


ACGTCCTCCA 


35 


5701 


ATCTCTGGAC 


CTGCCTCTTG 


GTCATTACGG 


GGCTGGGCAG 


GGCCTGGTAT 






TAGAGACCTG 


GACGGAGAAC 


CAGTAATGCC 


CCGACCCGTC 


CCGGACCATA 




5751 


CAGGGCCCCG 


CTGGGGTTGC 


AGGGCTGGGC 


CTGTGCTGTG 


GTCCTGGGGT 






GTCCCGGGGC 


GACCCCAACG 


TCCCGACCCG 


GACACGACAC 


CAGGACCCCA 




5801 


GTCCAGGACA 


GACGTGGAGG 


GGTCAGGGCC 


CAGCACCCCT 


GCTCCATGCT 


40 




CAGGTCCTGT 


CTGCACCTCC 


CCAGTCCCGG 


GTCGTGGGGA 


CGAGGTACGA 
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5851 


GAACTGTGGG 


AAGCATCCAG 






CTTGACACCC 


TTCGTAGGTC 




5901 


CACGGGAACC 


ACTGGACAAC 






GTGCCCTTGG 


TGACCTGTTG 


5 


5951 


AGCCACACCC 


CGAGTCCTAG 






TCGGTGTGGG 


GCTCAGGATC 




6001 


CTCCACGGAA 


GCCCCCTCAT 






GAGGTGCCTT 


CGGGGGAGTA 




6051 


AGCTAGGCCA 


GTGTGTGGCA 


10 




TCGATCCGGT 


CACACACCGT 




6101 


TTGGGATTCT 


GGAGCTGTGC 






AACCCTAAGA 


CCTCGACACG 




6151 


TTGAGGGAGG 


GTCTTGATGC 






AACTCCCTCC 


CAGAACTACG 


15 


6201 


GGACGCTCCC 


CGGTTTGGCT 






CCTGCGAGGG 


GCCAAACCGA 




6251 


ACTGAGCCCA 


TCTGGTCTTC 






TGACTCGGGT 


AGACCAGAAG 




6301 


TGTGTGGCCC 


CCCTGGTCTG 


20 




ACACACCGGG 


GGGACCAGAC 




6351 


CCCAGAGGAC 


AAGACTGGGA 






GGGTCTCCTG 


TTCTGACCCT 




6401 


CCTGACCCAC 


AAGAGGGACT 






GGACTGGGTG 


TTCTCCCTGA 


25 


6451 


TCC 








AGG 





86 



GTCCCTGGGT 


GGCTTCAACA 


GGAGTTCCAG 


CAGGGACCCA 


CCGAAGTTGT 


CCTCAAGGTC 


CTGGGGTGTG 


TCCTGATCTG 


GGGACAGGCC 


GACCCCACAC 


AGGACTAGAC 


CCCTGTCCGG 


GGACTCCAGA 


GAGCAGCCCA 


CTGCCCTGGG 


CCTGAGGTCT 


CTCGTCGGGT 


GACGGGACCC 


GCCGCTAGGC 


CTTGGCCTCG 


GGGACAGCCC 


CGGCGATCCG 


GAACCGGAGC 


CCCTGTCGGG 


GGACCAGGCC 


CCCATGTGGG 


AGCTGACCCC 


CCTGGTCCGG 


GGGTACACCC 


TCGACTGGGG 


TGATGGGCAG 


GGGAGAGCCA 


GCTCCTCCCC 


ACTACCCGTC 


CCCTCTCGGT 


CGAGGAGGGG 


CTGGGGTTAC 


CCGCAGAGGC 


CTGGGTGCCG 


GACCCCAATG 


GGCGTCTCCG 


GACCCACGGC 


GAAAGGAAAG 


CAGATGTGGT 


CAGCTTCTCC 


CTTTCCTTTC 


GTCTACACCA 


GTCGAAGAGG 


CCGGGGCTGG 


GCCCCATAGA 


TCTGGGTCCC 


GGCCCCGACC 


CGGGGTATCT 


AGACCCAGGG 


ATGCCGAGGA 


TACCCCTGCA 


AACTGCCAAT 


TACGGCTCCT 


ATGGGGACGT 


TTGACGGTTA 


AGTCCCTGCA 


GGGAGAGCCC 


ATCCCCGCAC 


TCAGGGACGT 


CCCTCTCGGG 


TAGGGGCGTG 


CCTGCTGCCC 


ACCAGGCATC 


CCTCCAGGGA 


GGACGACGGG 


TGGTCCGTAG 


GGAGGTCCCT 



30 
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Miapaca 




-•- saline 

2.5 mg oxy 2742 
-a- 2.5 mg oxy 2744 
-o-2.5 mg alpha 2778 

-•- 2.5 mg alpha 2776 
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